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Amendments to the Claims: 

This Usting of Claims replaces all prior versions and listings of claims in the application; 
Listing ofq^fT^fi' 

1 . (Currently amended) A crystallized complex comprising an acyl carrier protein 
synthase (ACPS)of SEQIDNQ:2 (SEQIDK0;2) and an acyl canier protein (ACP )ofSEO 
miQlI (SEQIDNOil -), wherein the crystallized complex belongs to space group C222i. 

2. (Currently amended) The crystallized complex of Claim 1, wherein ACPS 
comprises amino acid residues Argl4, Metl8, Arg21. Ghi22, Arg24, Phe25, ArE28, Arg45, 
Phe54. Glu58, ne68, Gly69, Arg70, Ser73 and Phe7 4 of SEP ID NO:2. or onnn»rtrnHvn 
oubotitutiongthoroof. whorcrin thn nTTiTnn nmM rnr.•^^T,^^ nrr r rrf in c t o t he oo qu o n co po tf ox Hx 
in SBQ ID MO J. 

3. (Currently amended) The crystallized conq)lex of Claim 2, wherein ACPS 
further comprises amino acid residues Asp8, IIe9, ThrlO, Glul 1 . Leul2, Ilel5, Alal6, Serl 7, 
Alal9, Gly20, Lys23, Ald26, Glu27, ne29, Leu41, Ser42, Lys44. Glu48, AlaSl, Lys57, 
Ser61, Lys62, Thr66, Gly67, Ghi71, Leu72, Ghi75, Asp76, Ile-77, Gln83, Asn84, Lys93, 
Hisl05, ThrlOe and Alal0 7 of SEP IDNO:2 . n r rnnrnnntiTrf . n,y,nt; tn, t;nnr. t h''r"rf, ^ r h c r c in 
fe e amino aoid rocidu e n dtq annfttdinjt tn thn roi^nrmAn f^^h in SEQ ID MQ:2. 

4. (Currently amended) The crystallized complex of Claim 1, wherein ACP 
comprises amino acid residues Argl4, Lys29, Asp35, Ser36, Leu37. Asp38, VaI40, Glu41. 
Val43, Met44, Glu47, Asp48, Ile54, Sei55. AspS6, Glu57 and Glu6 0of SEPIDNP:!^ 
ooncor\ralivo mibctitutinTin thrtmnf, inVinmit, n^.i. . ^ ^^^ r n fi i diio j n ro Q ocor dina t o t l io 
o e quonoo set forfli in SEQ ID N0;1 . 

5. (Currently amended) The crystallized complex of Claim i, wherein ACP further 
comprises amino acid residues AsplS, LeulS, Phe28, Glu30. Asp31, Leu32, Gly33, Ala34. 
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Val39, Leu42, Glu45, 1^46, Glu49, Met52. Glu53, Aap58. AJa59, and Lvs61 of SEP m 
NQi L-M>cons i in'ativo oubntiturinnn thnrc^nf TT,i.nr^;,n t^,^ ^ ^^^^ ^ ^^^ ^ rr D i d i i0 3 p ro a ccor di i ia tg 
tho ooquonoo got forth in SBQ ID NQ g4- . 

6. (Previously presented) The crystallized complex of Claim 1, wherein the 
crystallized complex has unit cell parameters of a= 78.46A, b=122.03A and c=136.77A. 

7. (Cmiently amended) The crystallized complex of Claim 6, wherein the 
crystallized complex comprises three molecules of ACP S of SEP ID NO:2 and three 
molecules of AC Pof SEOIDNO:! in an asymmetric unit. 

8-33. (Canceled) 

34. (Previously presented) The crystallized complex of Claim 1, wherein the 
crystallized complex has the structural coordinates set forth in Figures 3 and 3A-1 to 3A-79, ± a 
root mean square deviation from ttie backhone atoms of ihe amino acids listed in Figures 3 and 
3A-1 to 3A-79 of not more than 1.5 A, 

35. (Currently amended) The crystallized complex of Claim 1 , wherein ACPS 
comprises an active site oomprisinc defined bv t he structural coordinates according to Figures 3 
and 3A-1 to 3A-79 of amino acid residues Argl4, MetlS, Arg21, Gln22, Arg24, Phe25, Arg28. 
Phe54, Glu58, nc68, Gly69, Arg70, SerR73 and Phe7 4of SEQIDNQ:2 from a first monomer of 
ACPS, and residue ARG45 of SEP m NO:2 frnm a second monomer of ACPS, and in each case 
tlie structural coordinates are ± a root mean square deviation fiiom the bacld)one atoms of said 
amino acids of not more than I.SA . nn d t h o f i mino acid rociduos are according to tho coquonco - sot 
forth in SBQ ID NO a . 

36. (Currently amended) The crystallized complex of Claim 35, wherem the active 
site of ACPS further comprises the structural coordinates according to Figures 3 and 3A-1 to 3A- 
79 of ammo acid residues AspS, Ile9, ThrlO, Glul 1, Leul2, Ilel5, AIal6, Serl7, Alal 9, Gly20, - 
LyB23, Ala26, Glu27, Ile29. Ala51, Lys57. Ser61, Lys62, Thr66, Gly67, Ghi71, Leu72, Ghi75, 
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Asp76, no77 and Ly593 of SEQ IDN0:2 from said first monomer of ACPS and residues Leu41. 
Ser42, Lys44, Glu48. Gln83. Asn84, HislOS, IlirlOe and Alal0 7of SE0n)NQ:2 ftom said 
second monomer of ACPS, and in each case the structural coordinates are ± a root mean square 
deviation from the hackbone atoms of said amino acids of not more than V^A. nndthonmino 
nrM mdHiinr irn nmnrrjfar, ti,» ^.^fjnTTnffn n n t f orth in jiEQ ID IJO.2. 

37. (Currently amended) The crystallized conyjlex of Claim 1, wherein AC? 
comprises an active site comprising the structural coordinates according to Figures 3 and 3A-1 to 
3A-79 of amino acid residues Argl4, Lys29, Asp35, Ser36, Leu37, Asp38, Val40, Glu41. Val43, 
Met44, Glu47, Asp4S, I16S4, Ser55, Asp56, Qlu57 and Glu6 0of SEOlDNn:!. ± a root mean 
square deviation ftom the backbone atoms of said amino acids of not mote than LSA^Mid 
whoroin th e amino acid ranidnm nrn nninvrAir,^ f n i^in r.,-.f^^,pnf>n oot f o r fl i in SEQ ID N0:1. 

38. (Currently amended) The crystallized complex of Claim 37, wherein the active 
site of ACP further comprises the structural coordinates according to Figures 3 and 3A-1 to 3A- 
79 of amino acid residues Aspl3, LeuI5, Phe28, Glu30, Asp31, Leu32, Gly33, Ala34. Val39, 
L^u42, Glu45, Leu46, Glu49, Met52, Glu53, Asp58, Ala59, and Lvs61 of SEOIDNQ:!. ± a 
root mean square deviation from the backbone atoms of said amino acids of not more than LSA? 
and wh e roin tho amino noid rosidu a n aro nccnrAm^in ihn raq,.mT,^p ^^^^ gjrtfa gpQ jp ^jp-i, 

39. (Previously presented) The crystallized complex of Claim 34, wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 1 .0 A. 

40. (Previously presented) The crystallized complex of Claim 39. wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 0.5 A. 

41. (Previously presented) The crystallized complex of Claim 35, wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 1.0 A. 

42. (Previously presented) The ctystaUized complex of Claim 41, wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 0.5 A. 
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43. (Previously presented) The ciystalUzed complex of Qaim 36, wherein the ± a root 
mean square deviation fiom the backbone atoms of said amino acids is not more than 1 .0 A. 

44. (Previously presented) The crystallized complex of Claim 43. wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 0.5 A. 

45. (Previously presented) The crystallized complex of Claim 37, wherein the ± a root 
mean square deviation fix)m the backbone atoms of said amino acids is not more than 1 .0 A. 

46. (Previously presented) The crystallized complex of Claim 45. wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 0,5 A. 

47. (Previously presented) The crystallized complex of Claim 38, wherein the ± a root 
mean square deviation from the backbone atoms of said amino acids is not more than 1 .0 A. 

48. (Previously presented) The crystallized complex of Claim 47, wherein the ± a root 
mean square deviation fiom tiie backbone atoms of said amino acids is not more than 0.5 A. 
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